INTERPRETATION TABLE

HLA-A*26 SSP subtyping

Amplification patterns of the A*2601 to 2637 alleles

well*
1123|456 78] 9]10/11]12(13 |14 15 16
Length of spec. 180| 80 | 140|2551180| 80 | 150|135(145| 85 | 140|135|255|145|100| 430
PCR product 160 190| 260 240
Length of int. 800 | 800 |1070] 800 [{1070|1070] 800 11070{1070{1070} 800 J1070|1070|1070} 800 J1070
pos. control®
5'-Drimer(s)2 418|261 |418| 78 | 423|261 |423|423|423| 78 | 243| 98 | 346|453 | 282 | 28
%.Agg®|®-AAC?|¥-AgA®|S-TcC?]®-gCT?|P-AAC?|®-gCT? | ®-gCT?|®-gCT?| ®-TCT?|%-cCcT?|5-cTC?|*-g TA®|°-AAA%| ¥-cAg®| ®-TCg®
423 257|416 | 423
¥gcT® ¥.cgg®|®-gcg®|®-gCT?
3'-Drimer(s)3 5591299517 |292(560| 299|524 | 517|527 |299| 341 | 299|559 | 559|341 | 282
S.ccg®|¥-Teg®|¥-cgT?| ®-gTg® [P-AcA®|®-TcT®* P-cAc®|®-cgC3F-cca’|®-Tcg®|®-cgT®|*-TCcg®lP-ccg®|*-ccg® | °-cgT¥ |°-gAC?]
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INTERPRETATION TABLE

HLA-A*26 SSP subtyping

Amplification patterns of the A*2601 to 2637 alleles

well*
17 118 |19 | 20|21 |22 |23 |24 |25|26| 27| 28|29 30
175|125|245|210(1115|100|165|305]360| 175| 275| 90| 330| 125 Length of spec.
205 235 PCR product
1070] 800 | 800 11070{1070(/1070{1070/1070J1070/1070|1070/1070]J1070|1070 Length of int.
pos. control®
4231257 355(392|652| 280|652 | 341|341 |423|106| 292| 28, 98 5'-Drimer(s)2
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